Sample: demultiplex.06896-3

Full typing result

Allele 1 Allele 2 CwbD 1
HLA-A 01:01:01:01 26:01:01:01 C
HLA-B 40:02:01:01 58:01:01:01 C
HLA-C 02:02:02:01 03:02:02:01 C
DRB1 13:01:01:01 13:02:01:01 C
DQB1 06:03:01:01 06:09:01:01 C
DPB1 02:01:02:01 02:01:02:26 C

Genotype ambiguities

Allele ambiguities

CWD 2  Review status

© Not reviewed

C Not reviewed
WD Not reviewed
C Not reviewed

© Not reviewed

No Not reviewed

Major fields CWD 3rd field CWD 4th field CwWD
A*01:01:01:01
1 A*01:01:01:25 No
B*40:02:01:01
: B*40:02:01:02 No
: B*40:02:01:03 No
: B*40:02:01:08 No
B*58:01:01:01
: B*58:01:01:03 No
C*03:02:02:01
1 C*03:02:02:05 No
DRB1*13:01:01:01
: DRB1*13:01:01:02 No
: DRB1*13:01:01:03 No
DRB1*13:02:01:01
: DRB1*13:02:01:03 No
: DRB1*13:02:01:04 No
DQB1*06:03:01:01 DQB1*06:03:01:01
: DQB1*06:03:35 No : DQB1*06:03:01:02 No
DQB1*06:09:01:01
: DQB1*06:281 No
DPB1*02:01:02:01
: DPB1*02:01:02:04 No
: DPB1*02:01:02:05 No
: DPB1*02:01:02:07 No
: DPB1*02:01:02:15 No
: DPB1*02:01:02:17 No
and 9 more
Libraries used
IMGT 3.38.0
Source files
- demultiplex.06896-3.fastq
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Sample: demultiplex.06896-3
Locus: HLA-A

Full typing result

Allele 1 Allele 2 CWD1 CWD2 Review status
A*01:01:01:01 A*26:01:01:01 C C Not reviewed
Core* mm: 0 Core* mm: 0
Exon* mm: 0 Exon* mm: 0
Intron mm: 0 Intron mm: 0

Allele ambiguities

4th field CWD
A*01:01:01:01
: A*01:01:01:25 No

Visualization
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Nucleotide position

Analysis

Date: 23 October 2020

Library: IMGT 3.38.0

Software: NGSengine 2.18.0.17625

Project : pbAA_Demo_Data

Report Date: 23 October 2020
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Sample: demultiplex.06896-3
Locus: HLA-B

Full typing result

Allele 1 Allele 2 CWD1 CWD2 Review status
B*40:02:01:01 B*58:01:01:01 C C Not reviewed
Core* mm: 0 Core* mm: 0
Exon* mm: 0 Exon* mm: 0
Intron mm: 0 Intron mm: 0

Allele ambiguities

4th field CWD
B*40:02:01:01

: B*40:02:01:02 No

: B*40:02:01:03 No

: B*40:02:01:08 No
B*58:01:01:01

1 B*58:01:01:03 No

Visualization
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Base variation (%)
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Nucleotide position

Analysis

Date: 23 October 2020

Library: IMGT 3.38.0

Software: NGSengine 2.18.0.17625

Project : pbAA_Demo_Data Report Date: 23 October 2020
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Sample: demultiplex.06896-3
Locus: HLA-C

Full typing result
Allele 1 Allele 2 CWD1 CWD2 Review status
C*02:02:02:01 C*03:02:02:01 C WD Not reviewed
Core* mm: 0 Core* mm: 0
Exon* mm: 0 Exon* mm: 0
Intron mm: 0 Intron mm: 0

Allele ambiguities

4th field CWD
C*03:02:02:01
: C*03:02:02:05 No

Visualization
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Nucleotide position
Analysis
Date: 23 October 2020
Library: IMGT 3.38.0
Software: NGSengine 2.18.0.17625

Project : pbAA_Demo_Data
Sample: demultiplex.06896-3

Report Date: 23 October 2020
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Sample: demultiplex.06896-3
Locus: DRB1

Full typing result

Allele 1 Allele 2 CWD1 CWD2 Review status
DRB1*13:01:01:01 DRB1*13:02:01:01 C C Not reviewed
Core* mm: 0 Core* mm: 0
Exon* mm: 0 Exon* mm: 0
Intron mm: 0 Intron mm: 0

Allele ambiguities

4th field CWD
DRB1*13:01:01:01

: DRB1*13:01:01:02 No

: DRB1*13:01:01:03 No
DRB1*13:02:01:01

: DRB1*13:02:01:03 No

: DRB1*13:02:01:04 No

Visualization

78 5500 6000 6368:120 6368:620 6500 7000 7500 8000 8500 88
R (2] T A
© G [§
100
* = -
&
c
-]
B 14
2
o
&
0.01 - T T T T - f
5278 6120 6368:666 6758 7674 8575
Nucleotide position
Analysis
Date: 23 October 2020
Library: IMGT 3.38.0
Software: NGSengine 2.18.0.17625

Project : pbAA_Demo_Data

Report Date: 23 October 2020
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Sample: demultiplex.06896-3
Locus: DQB1

Full typing resulit

Allele 1 Allele 2 CWD1 CWD2 Review status
DQB1*06:03:01:01 DQB1*06:09:01:01 C C Not reviewed
Core* mm: 0 Core* mm: 0
Exon* mm: 0 Exon* mm: 0
Intron mm: 0 Intron mm: 0

Allele ambiguities

Major fields CWD 3rd field CWD 4th field CWD
DQB1*06:03:01:01 DQB1*06:03:01:01
: DQB1*06:03:35 No : DQB1*06:03:01:02 No
DQB1*06:09:01:01
: DQB1*06:281 No
Visualization
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Nucleotide position

Analysis

Date: 23 October 2020

Library: IMGT 3.38.0

Software: NGSengine 2.18.0.17625

Project : pbAA_Demo_Data Report Date: 23 October 2020
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Sample: demultiplex.06896-3
Locus: DPB1

Full typing resulit

Allele 1 Allele 2 CWD1 CWD2 Review status
DPB1*02:01:02:01 DPB1*02:01:02:26 C No Not reviewed
Core* mm: 0 Core* mm: 0
Exon* mm: 0 Exon* mm: 0
Intron mm: 0 Intron mm: 0

Allele ambiguities

4th field CWD
DPB1*02:01:02:01

: DPB1*02:01:02:04 No

: DPB1*02:01:02:05 No

: DPB1*02:01:02:07 No

: DPB1*02:01:02:15 No

: DPB1*02:01:02:17 No

and 9 more

Visualization

' | | | [ L
1 I 1 U
5D 5000 5500 6000 6500 7000 7500 8000 8500 9000 9500 10000 10;
T A G
G G A

100 ” P— —
€
5 .
Eo1q..
2 e e fuee o2, 2t
¥ ==
3
001 T f T T T = T T T T T
4485 5036 5612 6193 6774 7355 7926 8501 9011 9588 10163
Nucleotide position
Analysis
Date: 23 October 2020
Library: IMGT 3.38.0
Software: NGSengine 2.18.0.17625

Project : pbAA_Demo_Data

Report Date: 23 October 2020
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Sample details

Reads

Total number of reads:

Mappability:
Software:

26886

26858 of 26886 reads used

NGSengine 2.18.0.17625

Number of reads

HLA-A
HLA-B
HLA-C
DRB1
DQB1
DPB1

DRB1, DQB1

Analysis settings

Locus Amplicon Analysis Ignore Regions Phasing Read depth Allele ratio Quality
Region algorithm threshold threshold trimming

2512
1289
2864
6048
12525
1620
27

1

9.4 %
4.8 %
10.7 %
225 %
46.6 %
6.1 %
0.2 %
0.1 %

HLA-A NGSgo-MX6-1 Amplicon Default Cluster 20, 70,10

HLA-B NGSgo-MX6-1  Amplicon Default Cluster 20 20 20, 70, 10

HLA-C NGSgo-MX6-1 Amplicon Default Cluster 20 20 20,70, 10

DRB1 NGSgo-MX6-1 Amplicon Default Classic 20 15 20, 70, 10

DQB1 NGSgo-MX6-1  Amplicon Default Cluster 20 15 20,70, 10

DPB1 NGSgo-MX6-1  Amplicon Default Cluster 20 20 20, 70, 10
Quality trimming numbers: Absolute threshold, Relative threshold, Windowsize
Analysis settings cont.

threshold applied

HLA-A 15 Yes

HLA-B 15 Yes

HLA-C 15 Yes

DRB1 10 Yes

DQB1 10 Yes

DPB1 10 Yes
Project : pbAA_Demo_Data Report Date: 23 October 2020
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Sample: demultiplex.12878-HG001

Full typing result

Allele 1 Allele 2 CWD1 CWD2 Review status
HLA-A 01:01:01:01 11:01:01:01 C C Not reviewed
HLA-B 08:01:01:01 56:01:01:03 C No Not reviewed
HLA-C 01:02:01:01 07:01:01:01 C C Not reviewed
DRB1 01:01:01:01 03:01:01:01 C C Not reviewed
DQB1 02:01:01 05:01:01:02 C No Not reviewed
DPB1 04:01:01:01 14:01:01:01 C C Not reviewed

Genotype ambiguities

Allele ambiguities

Major fields CWD 3rd field CWD 4th field CwWD
A*01:01:01:01
1 A*01:01:01:25 No
A*11:01:01:01
:A*11:01:01:13 No
B*08:01:01:01
: B*08:01:01:16 No
B*56:01:01:03
: B*56:01:01:04 No
C*01:02:01:01
: C*01:02:01:05 No
C*07:01:01:01
: C*07:01:01:15 No
: C*07:01:01:16 No
: C*07:01:01:69 No
DRB1*01:01:01:01 DRB1*01:01:01:01 DRB1*01:01:01:01
:DRB1*01:100 No : DRB1*01:01:32 No : DRB1*01:01:01:02 No
: DRB1*01:01:33 No
DRB1*03:01:01:01 DRB1*03:01:01:01
: DRB1*03:147 No : DRB1*03:01:01:02 No
: DRB1*03:01:01:03 No
DQB1*02:01:01
: DQB1*02:109 No
: DQB1*02:148 No
: DQB1*02:163N No
DQB1*05:01:01:02
: DQB1*05:01:01:03 No
DPB1*04:01:01:01
: DPB1*04:01:01:02 No
: DPB1*04:01:01:04 No
: DPB1*04:01:01:05 No
: DPB1*04:01:01:06 No
: DPB1*04:01:01:14 No
and 10 more
DPB1*14:01:01:01
: DPB1*14:01:01:02 No
Libraries used
IMGT 3.38.0
Source files
- demultiplex.12878-HG001.fastq
Project : pbAA_Demo_Data Report Date: 23 October 2020
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Sample: demultiplex.12878-HG001
Locus: HLA-A

Full typing result

Allele 1 Allele 2 CWD1 CWD2 Review status
A*01:01:01:01 A*11:01:01:01 C C Not reviewed
Core* mm: 0 Core* mm: 0
Exon* mm: 0 Exon* mm: 0
Intron mm: 0 Intron mm: 0

Allele ambiguities

4th field CWD
A*01:01:01:01

:A*01:01:01:25 No
A*11:01:01:01

:A*11:01:01:13 No
Visualization
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Nucleotide position

Analysis

Date: 23 October 2020

Library: IMGT 3.38.0

Software: NGSengine 2.18.0.17625

Project : pbAA_Demo_Data

Report Date: 23 October 2020
Sample: demultiplex.12878-HG001 Page 2 of 8
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Sample:

Locus: HLA-B

Full typing result
Allele 1
B*08:01:01:01

Core* mm: 0
Exon* mm: 0
Intron mm: 0

Allele ambiguities
4th field
B*08:01:01:01

: B*08:01:01:16

B*56:01:01:03
: B*56:01:01:04

Visualization

demultiplex.12878-HG001

Allele 2 CWD1 CWD2
B*56:01:01:03 Cc No

Core* mm: 0
Exon* mm: 0
Intron mm: 0

CWD
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Nucleotide position
Analysis
Date: 23 October 2020
Library: IMGT 3.38.0
Software: NGSengine 2.18.0.17625

Project : pbAA_Demo_Data
Sample: demultiplex.12878-HG001
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Sample:
Locus:

Full typing result

Allele 1
C*01:02:01:01
Core* mm: 0

Exon* mm: 0
Intron mm: 0

Allele ambiguities
4th field
C*01:02:01:01

: C*01:02:01:05
C*07:01:01:01

: C*07:01:01:15

: C*07:01:01:16

1 C*07:01:01:69

Visualization

demultiplex.12878-HG001
HLA-C

Allele 2 CWD1 CWD2
C*07:01:01:01 Cc C

Core* mm: 0
Exon* mm: 0
Intron mm: 0
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Nucleotide position
Analysis
Date: 23 October 2020
Library: IMGT 3.38.0
Software: NGSengine 2.18.0.17625

Project : pbAA_Demo_Data
Sample: demultiplex.12878-HG001
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Sample: demultiplex.12878-HG001
Locus: DRB1

Full typing resulit

Allele 1 Allele 2 CWD1 CWD2 Review status
DRB1*01:01:01:01 DRB1*03:01:01:01 C C Not reviewed
Core* mm: 0 Core* mm: 0
Exon* mm: 0 Exon* mm: 0
Intron mm: 0 Intron mm: 0

Allele ambiguities

Major fields CWD 3rd field CWD 4th field CWD
DRB1*01:01:01:01 DRB1*01:01:01:01 DRB1*01:01:01:01
: DRB1*01:100 No : DRB1*01:01:32 No : DRB1*01:01:01:02 No
: DRB1*01:01:33 No
DRB1*03:01:01:01 DRB1*03:01:01:01
: DRB1*03:147 No : DRB1*03:01:01:02 No
: DRB1*03:01:01:03 No
Visualization
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Nucleotide position
Analysis
Date: 23 October 2020
Library: IMGT 3.38.0
Software: NGSengine 2.18.0.17625

Project : pbAA_Demo_Data

Report Date: 23 October 2020
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Sample: demultiplex.12878-HG001
Locus: DQBA1

Full typing resulit

Allele 1 Allele 2 CWD1 CWD2 Review status
DQB1*02:01:01 DQB1*05:01:01:02 C No Not reviewed
Core* mm: 0 Core* mm: 0
Exon* mm: 0 Exon* mm: 0
Intron mm: 0 Intron mm: 0

Allele ambiguities

Major fields CWD 4th field CWD
DQB1*02:01:01

: DQB1*02:109 No

: DQB1*02:148 No

: DQB1*02:163N No

DQB1*05:01:01:02
: DQB1*05:01:01:03 No
Visualization
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Base variation (%)

T
1493 1870 2252 2629 2729:288 3030 3389 3685 4070 4384 4751 5139
Nucleotide position

Analysis

Date: 23 October 2020

Library: IMGT 3.38.0

Software: NGSengine 2.18.0.17625

Project : pbAA_Demo_Data

Report Date: 23 October 2020
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Sample: demultiplex.12878-HG001

Locus: DPB1

Full typing resulit

Allele 1
DPB1*04:01:01:01

Core* mm: 0
Exon* mm: 0
Intron mm: 0

Allele ambiguities

Allele 2 CWD1 CWD2 Review status
DPB1*14:01:01:01 C C Not reviewed

Core* mm: 0
Exon* mm: 0
Intron mm: 0

4th field CWD
DPB1*04:01:01:01
: DPB1*04:01:01:02 No
: DPB1*04:01:01:04 No
: DPB1*04:01:01:05 No
: DPB1*04:01:01:06 No
: DPB1*04:01:01:14 No
and 10 more
DPB1*14:01:01:01
: DPB1*14:01:01:02 No
Visualization
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Nucleotide position
Analysis
Date: 23 October 2020
Library: IMGT 3.38.0
Software: NGSengine 2.18.0.17625

Project : pbAA_Demo_Data

Sample: demultiplex.12878-HG001 Page 7 of 8
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Sample details

Reads

Total number of reads:

Mappability:

Software:

16191

16142 of 16191 reads used

NGSengine 2.18.0.17625

Number of reads

HLA-A
HLA-B
HLA-C
DRB1
DQB1
DPB1

Analysis settings

Locus Amplicon Analysis Ignore Regions Phasing Read depth Allele ratio Quality
Region algorithm threshold threshold trimming

2730
1271
1395
3503
6010
1233
49

16.9 %
7.9 %
8.7 %
21.7 %
372%
7.7 %
0.4 %

HLA-A NGSgo-MX6-1 Amplicon Default Cluster 20,70, 10

HLA-B NGSgo-MX6-1 Amplicon Default Cluster 20 20 20, 70, 10

HLA-C NGSgo-MX6-1  Amplicon Default Cluster 20 20 20,70, 10

DRB1 NGSgo-MX6-1  Amplicon Default Classic 20 15 20,70, 10

DQB1 NGSgo-MX6-1 Amplicon Default Cluster 20 15 20, 70,10

DPB1 NGSgo-MX6-1 Amplicon Default Cluster 20 20 20, 70, 10
Quality trimming numbers: Absolute threshold, Relative threshold, Windowsize
Analysis settings cont.

threshold applied

HLA-A 15 Yes

HLA-B 15 Yes

HLA-C 15 Yes

DRB1 10 Yes

DQB1 10 Yes

DPB1 10 Yes
Project : pbAA_Demo_Data Report Date: 23 October 2020
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Sample: demultiplex.24143-HG004

Full typing result

Allele 1 Allele 2 CWD1 CWD2 Review status
HLA-A 01:01:01:01 33:01:01:01 C C Not reviewed
HLA-B 14:02:01:01 35:08:01:01 C C Not reviewed
HLA-C 04:01:01:06 08:02:01:01 No @ Not reviewed
DRB1 04:04:01 10:01:01:01 (¢} C Not reviewed
DQB1 04:02:01:06 05:01:01:05 No No Not reviewed
DPB1 04:01:01:01 04:01:01:01 C C Not reviewed
Genotype ambiguities
Allele ambiguities
3rd field CWD 4th field CWD
A*01:01:01:01
: A*01:01:01:25 No
C*08:02:01:01
: C*08:02:01:05 No
DRB1*10:01:01:01 DRB1*10:01:01:01
: DRB1*10:01:12 No : DRB1*10:01:01:02 No
: DRB1*10:01:01:03 No
DQB1*04:02:01:06 DQB1*04:02:01:06
: DQB1*04:02:13 No : DQB1*04:02:01:08 No
DPB1*04:01:01:01
: DPB1*04:01:01:02 No
: DPB1*04:01:01:04 No
: DPB1*04:01:01:05 No
: DPB1*04:01:01:06 No
: DPB1*04:01:01:14 No
and 10 more
DPB1*04:01:01:01
: DPB1*04:01:01:02 No
: DPB1*04:01:01:04 No
: DPB1*04:01:01:05 No
: DPB1*04:01:01:06 No
: DPB1*04:01:01:14 No
and 10 more
Libraries used
IMGT 3.38.0
Source files
- demultiplex.24143-HG004.fastq
Project : pbAA_Demo_Data Report Date: 23 October 2020
Sample: demultiplex.24143-HG004 Page 1 of 8 GenDx NGSengine Version: 2.18.0.17625



Sample:
Locus:

Full typing result
Allele 1
A*01:01:01:01

Core* mm: 0
Exon* mm: 0
Intron mm: 0

Allele ambiguities
4th field

A*01:01:01:01
: A*01:01:01:25

Visualization

07 1
| |

demultiplex.24143-HG004
HLA-A

Allele 2
A*33:01:01:01

CWD 1
Cc

CWD 2
C

Core* mm: 0
Exon* mm: 0
Intron mm: 0

CWD

No

Review status
Not reviewed

‘ ) ‘ I 12‘50 1 7|50 22?0 2590 27|50 29
T C GTGE&T A AR XX I A AA K A = CA_TRACAR € fa AY(03 ' @A R @RA AGGE
G TIGES G BEGATAC B TGTAT GC G TAEC G GAS C W QWNGUE A TCCT- CADGBART T 5 A UTMAG CACGAAE T
100
P LR L ] 00N XXX W M N X NN X KX W OBMNX X x X % X 0t 00w X MM K X XN WHNKK WEOEK X MK M MEEX X XX K WE X
S
c
2
=]
b
3
b
]

Analysis
Date:
Library:
Software:

584 750:1 88611 982 1130 1309

1668 1861 2041 2234

Nucleotide position

23 October 2020
IMGT 3.38.0
NGSengine 2.18.0.17625

Project : pbAA_Demo_Data

Sample: demultiplex.24143-HG004

Page 2 of 8

Report Date: 23 October 2020
GenDx NGSengine Version: 2.18.0.17625



Sample:
Locus:

demultiplex.24143-HG004
HLA-B

Full typing result

Allele 1 Allele 2 CWD1 CWD2 Review status
B*14:02:01:01 B*35:08:01:01 C C Not reviewed
Core* mm: 0 Core* mm: 0
Exon* mm: 0 Exon* mm: 0
Intron mm: 0 Intron mm: 0
Visualization
DI b ———— 1]
250 1 250 500 750 1000 1250 1500 1750 2000 2250 2500 2750 300
= A A IT-T TA CC “AG GIr AG @ CT T [ G Al
GA SEG T ABGGAE C AGC®GTT T TEACG TAT G © CB@ CG TT WGA AC CC T TG © G T CC
100
R e e e * IR T T3 M- » - L B LR £ - X xx L1} x X % » » L
&
c
-]
2
g
L'
8
0.01 I I I 1 T I I T I I 1 I T T T 1
-284 -76 131 327 510 713 909 111 1320 1529 1721 1923 2132 2335 2547 2740 2952
Nucleotide position
Analysis
Date: 23 October 2020
Library: IMGT 3.38.0
Software: NGSengine 2.18.0.17625

Project : pbAA_Demo_Data
Sample: demultiplex.24143-HG004

Report Date: 23 October 2020

Page 3 of 8 GenDx NGSengine Version: 2.18.0.17625



Sample:
Locus:

demultiplex.24143-HG004
HLA-C

Full typing result

Allele 1 Allele 2 CWD1 CWD2 Review status
C*04:01:01:06 C*08:02:01:01 No C Not reviewed
Core* mm: 0 Core* mm: 0
Exon* mm: 0 Exon* mm: 0
Intron mm: 0 Intron mm: 0
Allele ambiguities
4th field CWD
C*08:02:01:01
: C*08:02:01:05 No
Visualization
0 = 1 0 —— 1 I e ]
9250 1 250 500 750 1000 1250 1500 1750 2000 2250 2500 2750 3000
A GC A @G AW GA @A C AC TG TC GCAC [(2] G A Nel TG A& & T GC T @
G AT G BPC CAA AC ABC G GGAC TA ATGT [y AG C G GA & C AT © T
100
- A »* W L= S 00 » W L s S S bt L S PN L » % LR 2.3 -
&
kS
2
b3
&
0.01 I T T T = I T T 1 I I T T I T T
-294 72 155 339 526 723 921 1104 1329 1557 1783 2006 2216 2438 2665 2891
Nucleotide position
Analysis
Date: 23 October 2020
Library: IMGT 3.38.0
Software: NGSengine 2.18.0.17625

Project : pbAA_Demo_Data
Sample: demultiplex.24143-HG004

Page 4 of 8

Report Date: 23 October 2020
GenDx NGSengine Version: 2.18.0.17625



Sample: demultiplex.24143-HG004
Locus: DRB1

Full typing result

Allele 1 Allele 2 CWD1 CWD2 Review status
DRB1*04:04:01 DRB1*10:01:01:01 C C Not reviewed
Core* mm: 0 Core* mm: 0
Exon” mm: 0 Exon” mm: 0
Intron mm: 1 Intron mm: 0
Allele ambiguities
3rd field CWD 4th field CWD
DRB1*10:01:01:01 DRB1*10:01:01:01
: DRB1*10:01:12 No : DRB1*10:01:01:02 No
: DRB1*10:01:01:03 No
Visualization
Analysis
Date: 23 October 2020
Library: IMGT 3.38.0
Software: NGSengine 2.18.0.17625
Project : pbAA_Demo_Data Report Date: 23 October 2020
Sample: demultiplex.24143-HG004 Page 5 of 8 GenDx NGSengine Version: 2.18.0.17625



Sample: demultiplex.24143-HG004

Locus: DQBA1

Full typing result

Allele 1
DQB1*04:02:01:06

Core* mm: 0
Exon* mm: 0
Intron mm: 0

Allele ambiguities

Allele 2 CwWbD 1
DQB1*05:01:01:05 No
Core* mm: 0

Exon* mm: 0
Intron mm: 0

CWD 2  Review status
No Not reviewed

3rd field CWD 4th field CWD
DQB1*04:02:01:06 DQB1*04:02:01:06
: DQB1*04:02:13 No : DQB1*04:02:01:08 No

Visualization

Analysis

Date: 23 October 2020

Library: IMGT 3.38.0

Software: NGSengine 2.18.0.17625
Project : pbAA_Demo_Data Report Date: 23 October 2020
Sample: demultiplex.24143-HG004 Page 6 of 8 GenDx NGSengine Version: 2.18.0.17625



Sample: demultiplex.24143-HG004

Locus: DPB1

Full typing result

Allele 1 Allele 2 CWD1 CWD2 Review status
DPB1*04:01:01:01 DPB1*04:01:01:01 C C Not reviewed
Core* mm: 0 Core* mm: 0
Exon* mm: 0 Exon* mm: 0
Intron mm: 0 Intron mm: 0
Allele ambiguities
4th field CWD
DPB1*04:01:01:01
: DPB1*04:01:01:02 No
: DPB1*04:01:01:04 No
: DPB1*04:01:01:05 No
: DPB1*04:01:01:06 No
: DPB1*04:01:01:14 No
and 10 more
DPB1*04:01:01:01
: DPB1*04:01:01:02 No
: DPB1*04:01:01:04 No
: DPB1*04:01:01:05 No
: DPB1*04:01:01:06 No
: DPB1*04:01:01:14 No
and 10 more
Visualization
Analysis
Date: 23 October 2020
Library: IMGT 3.38.0
Software: NGSengine 2.18.0.17625
Project : pbAA_Demo_Data Report Date: 23 October 2020
Sample: demultiplex.24143-HG004 Page 7 of 8 GenDx NGSengine Version: 2.18.0.17625



Sample details

Reads

Total number of reads:

Mappability:

Software:

30460

30403 of 30460 reads used

NGSengine 2.18.0.17625

Number of reads

HLA-A
HLA-B
HLA-C
DRB1
DQB1
DPB1

Analysis settings

Locus Amplicon Analysis Ignore Regions Phasing Read depth Allele ratio Quality
Region algorithm threshold threshold trimming

4048
1824
4426
6646
10801
2658
57

13.3 %
6.0 %
14.6 %
21.9%
35.5%
8.8 %
0.2 %

HLA-A NGSgo-MX6-1 Amplicon Default Cluster 20,70, 10

HLA-B NGSgo-MX6-1 Amplicon Default Cluster 20 20 20, 70, 10

HLA-C NGSgo-MX6-1  Amplicon Default Cluster 20 20 20,70, 10

DRB1 NGSgo-MX6-1  Amplicon Default Classic 20 15 20,70, 10

DQB1 NGSgo-MX6-1 Amplicon Default Cluster 20 15 20, 70,10

DPB1 NGSgo-MX6-1 Amplicon Default Cluster 20 20 20, 70, 10
Quality trimming numbers: Absolute threshold, Relative threshold, Windowsize
Analysis settings cont.

threshold applied

HLA-A 15 Yes

HLA-B 15 Yes

HLA-C 15 Yes

DRB1 10 Yes

DQB1 10 Yes

DPB1 10 Yes
Project : pbAA_Demo_Data Report Date: 23 October 2020
Sample: demultiplex.24143-HG004 Page 8 of 8 GenDx NGSengine Version: 2.18.0.17625



Sample:

demultiplex.24149-HG003

Full typing result

HLA-A
HLA-B
HLA-C
DRBA1
DQB1
DPB1

Allele 1
26:01:01:01
13:02:01:01
06:02:01:01
04:02:01
02:02:01:01
04:01:01:03

Genotype ambiguities

Allele ambiguities

Major fields

DRB1*07:01:01:01
: DRB1*07:79
: DRB1*07:93

DQB1*02:02:01:01
: DQB1*02:156

DQB1*03:02:01:01
: DQB1*03:289

Libraries used

IMGT 3.38.0

Source files

Allele 2 CwbD 1
30:01:01:01 C
38:01:01:01 C
12:03:01:01 C
07:01:01:01 C
03:02:01:01 C
04:02:01:02 No
CWD 3rd field
No
No
DQB1*02:02:01:01
No : DQB1*02:02:09
DQB1*03:02:01:01
No : DQB1*03:02:26

- demultiplex.24149-HG003.fastq

CWD 2  Review status

Cc Not reviewed
Not reviewed
Not reviewed

Not reviewed

O O o0 o0

Not reviewed

No Not reviewed

CWD 4th field
DRB1*07:01:01:01
: DRB1*07:01:01:02
: DRB1*07:01:01:03
: DRB1*07:01:01:04

DQB1*02:02:01:01

No : DQB1*02:02:01:04
DQB1*03:02:01:01
No : DQB1*03:02:01:02

: DQB1*03:02:01:08

DPB1*04:01:01:03
: DPB1*04:01:01:13
: DPB1*04:01:01:18
DPB1*04:02:01:02
: DPB1*04:02:01:05
: DPB1*04:02:01:10

CWD

No
No
No

No

No
No

No
No

No
No

Project : pbAA_Demo_Data

Sample: demultiplex.24149-HG003

Report Date: 23 October 2020

Page 1 of 8 GenDx NGSengine Version: 2.18.0.17625



Sample: demultiplex.24149-HG003
Locus: HLA-A

Full typing result

Allele 1 Allele 2 CWD1 CWD2 Review status
A*26:01:01:01 A*30:01:01:01 C C Not reviewed
Core* mm: 0 Core* mm: 0
Exon* mm: 0 Exon* mm: 0
Intron mm: 0 Intron mm: 0

Visualization

Analysis

Date: 23 October 2020

Library: IMGT 3.38.0

Software: NGSengine 2.18.0.17625

Project : pbAA_Demo_Data Report Date: 23 October 2020
Sample: demultiplex.24149-HG003 Page 2 of 8 GenDx NGSengine Version: 2.18.0.17625



Sample: demultiplex.24149-HG003
Locus: HLA-B

Full typing result

Allele 1 Allele 2 CWD1 CWD2 Review status
B*13:02:01:01 B*38:01:01:01 C C Not reviewed
Core* mm: 0 Core* mm: 0
Exon* mm: 0 Exon* mm: 0
Intron mm: 0 Intron mm: 0

Visualization

Analysis

Date: 23 October 2020

Library: IMGT 3.38.0

Software: NGSengine 2.18.0.17625

Project : pbAA_Demo_Data

Report Date: 23 October 2020
Sample: demultiplex.24149-HG003 Page 3 of 8 GenDx NGSengine Version: 2.18.0.17625



Sample: demultiplex.24149-HG003
Locus: HLA-C

Full typing result

Allele 1 Allele 2 CWD1 CWD2 Review status
C*06:02:01:01 C*12:03:01:01 C C Not reviewed
Core* mm: 0 Core* mm: 0
Exon* mm: 0 Exon* mm: 0
Intron mm: 0 Intron mm: 0

Visualization

Analysis

Date: 23 October 2020

Library: IMGT 3.38.0

Software: NGSengine 2.18.0.17625

Project : pbAA_Demo_Data

Report Date: 23 October 2020
Sample: demultiplex.24149-HG003 Page 4 of 8 GenDx NGSengine Version: 2.18.0.17625



Sample: demultiplex.24149-HG003

Locus: DRB1

Full typing result

Allele 1 Allele 2 CWD1 CWD2 Review status
DRB1*04:02:01 DRB1*07:01:01:01 C C Not reviewed
Core* mm: 0 Core* mm: 0
Exon” mm: 0 Exon” mm: 0
Intron mm: 0 Intron mm: 0
Allele ambiguities
Major fields CWD 4th field CWD
DRB1*07:01:01:01 DRB1*07:01:01:01
: DRB1*07:79 No : DRB1*07:01:01:02 No
: DRB1*07:93 No : DRB1*07:01:01:03 No
: DRB1*07:01:01:04 No
Visualization
Analysis
Date: 23 October 2020
Library: IMGT 3.38.0
Software: NGSengine 2.18.0.17625
Project : pbAA_Demo_Data Report Date: 23 October 2020
Sample: demultiplex.24149-HG003 Page 5 of 8 GenDx NGSengine Version: 2.18.0.17625



Sample:
Locus:

Full typing result

demultiplex.24149-HG003
DQB1

Allele 1 Allele 2 CWD1 CWD2 Review status
DQB1*02:02:01:01 DQB1*03:02:01:01 C C Not reviewed
Core* mm: 0 Core* mm: 0
Exon* mm: 0 Exon* mm: 0
Intron mm: 0 Intron mm: 0
Allele ambiguities
Major fields CWD 3rd field CWD 4th field CwD
DQB1*02:02:01:01 DQB1*02:02:01:01 DQB1*02:02:01:01
: DQB1*02:156 No : DQB1*02:02:09 No : DQB1*02:02:01:04 No
DQB1*03:02:01:01 DQB1*03:02:01:01 DQB1*03:02:01:01
: DQB1*03:289 No : DQB1*03:02:26 No : DQB1*03:02:01:02 No
: DQB1*03:02:01:08 No
Visualization
Analysis
Date: 23 October 2020
Library: IMGT 3.38.0
Software: NGSengine 2.18.0.17625
Project : pbAA_Demo_Data Report Date: 23 October 2020
Sample: demultiplex.24149-HG003 Page 6 of 8 GenDx NGSengine Version: 2.18.0.17625



Sample:

Locus: DPB1

Full typing result

demultiplex.24149-HG003

Review status
Not reviewed

Allele 1 Allele 2 CwD1 CwD?2
DPB1*04:01:01:03 DPB1*04:02:01:02 No No
Core* mm: 0 Core* mm: 0
Exon* mm: 0 Exon* mm: 0
Intron mm: 0 Intron mm: 0
Allele ambiguities
4th field CWD
DPB1*04:01:01:03
: DPB1*04:01:01:13 No
: DPB1*04:01:01:18 No
DPB1*04:02:01:02
: DPB1*04:02:01:05 No
: DPB1*04:02:01:10 No
Visualization
Analysis
Date: 23 October 2020
Library: IMGT 3.38.0
Software: NGSengine 2.18.0.17625
Project : pbAA_Demo_Data
Sample: demultiplex.24149-HG003 Page 7 of 8

Report Date: 23 October 2020
GenDx NGSengine Version: 2.18.0.17625



Sample details

Reads

Total number of reads:

Mappability:

Software:

24152

24116 of 24152 reads used

NGSengine 2.18.0.17625

Number of reads

HLA-A
HLA-B
HLA-C
DRB1
DQB1
DPB1

Analysis settings

Locus Amplicon Analysis Ignore Regions Phasing Read depth Allele ratio Quality
Region algorithm threshold threshold trimming

3208
1788
3494
6340
6437
2849
36

13.3 %
75 %

14.5 %
26.3 %
26.7 %
11.8 %
0.2 %

HLA-A NGSgo-MX6-1 Amplicon Default Cluster 20,70, 10

HLA-B NGSgo-MX6-1 Amplicon Default Cluster 20 20 20, 70, 10

HLA-C NGSgo-MX6-1  Amplicon Default Cluster 20 20 20,70, 10

DRB1 NGSgo-MX6-1  Amplicon Default Classic 20 15 20,70, 10

DQB1 NGSgo-MX6-1 Amplicon Default Cluster 20 15 20, 70,10

DPB1 NGSgo-MX6-1 Amplicon Default Cluster 20 20 20, 70, 10
Quality trimming numbers: Absolute threshold, Relative threshold, Windowsize
Analysis settings cont.

threshold applied

HLA-A 15 Yes

HLA-B 15 Yes

HLA-C 15 Yes

DRB1 10 Yes

DQB1 10 Yes

DPB1 10 Yes
Project : pbAA_Demo_Data Report Date: 23 October 2020
Sample: demultiplex.24149-HG003 Page 8 of 8 GenDx NGSengine Version: 2.18.0.17625



Sample:

Full typing result

demultiplex.24385-HG002

Allele 1 Allele 2 CWD1 CWD2 Review status
HLA-A 01:01:01:01 26:01:01:01 C C Not reviewed
HLA-B 35:08:01:01 38:01:01:01 (¢} C Not reviewed
HLA-C 04:01:01:06 12:03:01:01 No @ Not reviewed
DRB1 04:02:01 10:01:01:01 C C Not reviewed
DQB1 03:02:01:01 05:01:01:05 C No Not reviewed
DPB1 04:01:01:01 04:01:01:03 C No Not reviewed
Genotype ambiguities
Allele ambiguities
Major fields CWD 3rd field CWD 4th field CwWD
A*01:01:01:01
1 A*01:01:01:25 No
DRB1*10:01:01:01 DRB1*10:01:01:01
: DRB1*10:01:12 No : DRB1*10:01:01:02 No
: DRB1*10:01:01:03 No
DQB1*03:02:01:01 DQB1*03:02:01:01 DQB1*03:02:01:01
: DQB1*03:289 No : DQB1*03:02:26 No : DQB1*03:02:01:02 No
: DQB1*03:02:01:08 No
DPB1*04:01:01:01
: DPB1*04:01:01:02 No
: DPB1*04:01:01:04 No
: DPB1*04:01:01:05 No
: DPB1*04:01:01:06 No
: DPB1*04:01:01:14 No
and 10 more
DPB1*04:01:01:03
: DPB1*04:01:01:13 No
: DPB1*04:01:01:18 No
Libraries used
IMGT 3.38.0
Source files
- demultiplex.24385-HG002.fastq
Project : pbAA_Demo_Data Report Date: 23 October 2020
Sample: demultiplex.24385-HG002 Page 1 of 8 GenDx NGSengine Version: 2.18.0.17625



Sample: demultiplex.24385-HG002

Locus: HLA-A

Full typing result
Allele 1
A*01:01:01:01

Core* mm: 0
Exon* mm: 0
Intron mm: 0

Allele ambiguities

Allele 2 CWwb1 CWD?2
A*26:01:01:01 C C
Core* mm: 0

Exon* mm: 0
Intron mm: 0

4th field CWD
A*01:01:01:01
:A*01:01:01:25 No
Visualization
Analysis
Date: 23 October 2020
Library: IMGT 3.38.0
Software: NGSengine 2.18.0.17625

Review status
Not reviewed

Project : pbAA_Demo_Data
Sample: demultiplex.24385-HG002

Page 2 of 8

Report Date: 23 October 2020
GenDx NGSengine Version: 2.18.0.17625



Sample: demultiplex.24385-HG002
Locus: HLA-B

Full typing result

Allele 1 Allele 2 CWD1 CWD2 Review status
B*35:08:01:01 B*38:01:01:01 C C Not reviewed
Core* mm: 0 Core* mm: 0
Exon* mm: 0 Exon* mm: 0
Intron mm: 0 Intron mm: 0

Visualization

Analysis

Date: 23 October 2020

Library: IMGT 3.38.0

Software: NGSengine 2.18.0.17625

Project : pbAA_Demo_Data

Report Date: 23 October 2020
Sample: demultiplex.24385-HG002 Page 3 of 8 GenDx NGSengine Version: 2.18.0.17625



Sample: demultiplex.24385-HG002
Locus: HLA-C

Full typing result

Allele 1 Allele 2 CWD1 CWD2 Review status
C*04:01:01:06 C*12:03:01:01 No C Not reviewed
Core* mm: 0 Core* mm: 0
Exon* mm: 0 Exon* mm: 0
Intron mm: 0 Intron mm: 0

Visualization

Analysis

Date: 23 October 2020

Library: IMGT 3.38.0

Software: NGSengine 2.18.0.17625

Project : pbAA_Demo_Data

Report Date: 23 October 2020
Sample: demultiplex.24385-HG002 Page 4 of 8 GenDx NGSengine Version: 2.18.0.17625



Sample: demultiplex.24385-HG002
Locus: DRB1

Full typing result

Allele 1 Allele 2 CWD1 CWD2 Review status
DRB1*04:02:01 DRB1*10:01:01:01 C C Not reviewed
Core* mm: 0 Core* mm: 0
Exon” mm: 0 Exon” mm: 0
Intron mm: 0 Intron mm: 0
Allele ambiguities
3rd field CWD 4th field CWD
DRB1*10:01:01:01 DRB1*10:01:01:01
: DRB1*10:01:12 No : DRB1*10:01:01:02 No
: DRB1*10:01:01:03 No
Visualization
Analysis
Date: 23 October 2020
Library: IMGT 3.38.0
Software: NGSengine 2.18.0.17625
Project : pbAA_Demo_Data Report Date: 23 October 2020
Sample: demultiplex.24385-HG002 Page 5 of 8 GenDx NGSengine Version: 2.18.0.17625



Sample:
Locus:

Full typing result

Allele 1
DQB1*03:02:01:01
Core* mm: 0

Exon* mm: 0
Intron mm: 0

Allele ambiguities
Major fields

DQB1*03:02:01:01

demultiplex.24385-HG002
DQB1

Allele 2
DQB1*05:01:01:05
Core* mm: 0

Exon* mm: 0
Intron mm: 0

CWD 3rd field

CWD 1

DQB1*03:02:01:01

: DQB1*03:289 No : DQB1*03:02:26
Visualization
Analysis
Date: 23 October 2020
Library: IMGT 3.38.0
Software: NGSengine 2.18.0.17625

CWD 2  Review status
No Not reviewed

CWD 4th field CWD
DQB1*03:02:01:01
No : DQB1*03:02:01:02 No
: DQB1*03:02:01:08 No

Project : pbAA_Demo_Data
Sample: demultiplex.24385-HG002

Report Date: 23 October 2020

Page 6 of 8 GenDx NGSengine Version: 2.18.0.17625



Sample: demultiplex.24385-HG002

Locus: DPB1

Full typing result

Allele 1
DPB1*04:01:01:01

Core* mm: 0
Exon* mm: 0
Intron mm: 0

Allele ambiguities

Allele 2 CwWbD 1
DPB1*04:01:01:03 C
Core* mm: 0

Exon* mm: 0
Intron mm: 0

4th field CWD
DPB1*04:01:01:01

: DPB1*04:01:01:02 No

: DPB1*04:01:01:04 No

: DPB1*04:01:01:05 No

: DPB1*04:01:01:06 No

: DPB1*04:01:01:14 No

and 10 more
DPB1*04:01:01:03

: DPB1*04:01:01:13 No

: DPB1*04:01:01:18 No
Visualization
Analysis
Date: 23 October 2020
Library: IMGT 3.38.0
Software: NGSengine 2.18.0.17625

CWD 2  Review status
No Not reviewed

Project : pbAA_Demo_Data
Sample: demultiplex.24385-HG002

Page 7 of 8

Report Date: 23 October 2020
GenDx NGSengine Version: 2.18.0.17625



Sample details

Reads

Total number of reads:

Mappability:

Software:

26170

26130 of 26170 reads used

NGSengine 2.18.0.17625

Number of reads

HLA-A
HLA-B
HLA-C
DRB1
DQB1
DPB1

Analysis settings

Locus Amplicon Analysis Ignore Regions Phasing Read depth Allele ratio Quality
Region algorithm threshold threshold trimming

3107
1747
3276
5994
9429
2577
40

11.9 %
6.7 %
12.6 %
23.0 %
36.1 %
9.9 %
0.2 %

HLA-A NGSgo-MX6-1 Amplicon Default Cluster 20,70, 10

HLA-B NGSgo-MX6-1 Amplicon Default Cluster 20 20 20, 70, 10

HLA-C NGSgo-MX6-1  Amplicon Default Cluster 20 20 20,70, 10

DRB1 NGSgo-MX6-1  Amplicon Default Classic 20 15 20,70, 10

DQB1 NGSgo-MX6-1 Amplicon Default Cluster 20 15 20, 70,10

DPB1 NGSgo-MX6-1 Amplicon Default Cluster 20 20 20, 70, 10
Quality trimming numbers: Absolute threshold, Relative threshold, Windowsize
Analysis settings cont.

threshold applied

HLA-A 15 Yes

HLA-B 15 Yes

HLA-C 15 Yes

DRB1 10 Yes

DQB1 10 Yes

DPB1 10 Yes
Project : pbAA_Demo_Data Report Date: 23 October 2020
Sample: demultiplex.24385-HG002 Page 8 of 8 GenDx NGSengine Version: 2.18.0.17625



Sample:

Full typing result

demultiplex.24631-HG005

CWD 2

Allele 1 Allele 2 CwbD 1

HLA-A 24:02:01:01 24:02:01:01 C
HLA-B 15:01:01:01 40:06:01:01 C
HLA-C 04:01:01:01 08:01:01:01 C
DRB1 04:05:01:01 09:01:02:01 (¢}
DQB1 03:03:02:02 04:01:01:01 No
DPB1 05:01:01:01 135:01 C

Genotype ambiguities

Allele ambiguities

Major fields CWD 4th field

DRB1*09:01:02:01
: DRB1*09:21
: DRB1*09:31

Libraries used

IMGT 3.38.0

Source files

No
No

- demultiplex.24631-HG005.fastq

A*24:02:01:01

1 A*24:02:01:16
A*24:02:01:01

1 A*24:02:01:16
C*04:01:01:01

: C*04:01:01:10

: C*04:01:01:11

: C*04:01:01:14

: C*04:01:01:75

: C*04:01:01:76
DRB1*04:05:01:01

: DRB1*04:05:01:02

: DRB1*04:05:01:03

: DRB1*04:05:01:04

DRB1*09:01:02:01
: DRB1*09:01:02:02
: DRB1*09:01:02:03
: DRB1*09:01:02:04

DQB1*03:03:02:02
: DQB1*03:03:02:03

DPB1*05:01:01:01
: DPB1*05:01:01:02
: DPB1*05:01:01:05
: DPB1*05:01:01:07
: DPB1*05:01:01:08
: DPB1*05:01:01:09
and 1 more

Review status
Cc Not reviewed
Not reviewed
Not reviewed

Not reviewed

O O o0 o0

Not reviewed

No Not reviewed

CWD

No

No

No
No
No
No
No

No
No
No

No
No
No

No

No
No
No
No
No

Project : pbAA_Demo_Data

Sample: demultiplex.24631-HG005

Page 1 of 8

Report Date: 23 October 2020
GenDx NGSengine Version: 2.18.0.17625



Sample: demultiplex.24631-HG005

Locus: HLA-A

Full typing result
Allele 1
A*24:02:01:01

Core* mm: 0
Exon* mm: 0
Intron mm: 0

Allele ambiguities

Allele 2 CWwb1 CWD?2
A*24:02:01:01 C C
Core* mm: 0

Exon* mm: 0
Intron mm: 0

4th field CWD
A*24:02:01:01

1 A*24:02:01:16 No
A*24:02:01:01

1 A*24:02:01:16 No
Visualization
Analysis
Date: 23 October 2020
Library: IMGT 3.38.0
Software: NGSengine 2.18.0.17625

Review status
Not reviewed

Project : pbAA_Demo_Data
Sample: demultiplex.24631-HG005

Page 2 of 8

Report Date: 23 October 2020
GenDx NGSengine Version: 2.18.0.17625



Sample: demultiplex.24631-HG005
Locus: HLA-B

Full typing result

Allele 1 Allele 2 CWD1 CWD2 Review status
B*15:01:01:01 B*40:06:01:01 C C Not reviewed
Core* mm: 0 Core* mm: 0
Exon* mm: 0 Exon* mm: 0
Intron mm: 0 Intron mm: 0

Visualization

Analysis

Date: 23 October 2020

Library: IMGT 3.38.0

Software: NGSengine 2.18.0.17625

Project : pbAA_Demo_Data

Report Date: 23 October 2020
Sample: demultiplex.24631-HG005 Page 3 of 8 GenDx NGSengine Version: 2.18.0.17625



Sample: demultiplex.24631-HG005
Locus: HLA-C

Full typing result

Allele 1 Allele 2 CWD1 CWD2 Review status
C*04:01:01:01 C*08:01:01:01 C C Not reviewed
Core* mm: 0 Core* mm: 0
Exon* mm: 0 Exon* mm: 0
Intron mm: 0 Intron mm: 0

Allele ambiguities

4th field CWD
C*04:01:01:01

: C*04:01:01:10 No

: C*04:01:01:11 No

: C*04:01:01:14 No

: C*04:01:01:75 No

: C*04:01:01:76 No

Visualization

Analysis

Date: 23 October 2020

Library: IMGT 3.38.0

Software: NGSengine 2.18.0.17625

Project : pbAA_Demo_Data Report Date: 23 October 2020

Sample: demultiplex.24631-HG005 Page 4 of 8 GenDx NGSengine Version: 2.18.0.17625



Sample: demultiplex.24631-HG005

Locus: DRB1

Full typing result

Allele 1 Allele 2 CWD1 CWD2 Review status
DRB1*04:05:01:01 DRB1*09:01:02:01 C C Not reviewed
Core* mm: 0 Core* mm: 0
Exon* mm: 0 Exon* mm: 0
Intron mm: 0 Intron mm: 0
Allele ambiguities
Major fields CWD 4th field CWD
DRB1*04:05:01:01
: DRB1*04:05:01:02 No
: DRB1*04:05:01:03 No
: DRB1*04:05:01:04 No
DRB1*09:01:02:01 DRB1*09:01:02:01
: DRB1*09:21 No : DRB1*09:01:02:02 No
: DRB1*09:31 No : DRB1*09:01:02:03 No
: DRB1*09:01:02:04 No
Visualization
Analysis
Date: 23 October 2020
Library: IMGT 3.38.0
Software: NGSengine 2.18.0.17625
Project : pbAA_Demo_Data Report Date: 23 October 2020
Sample: demultiplex.24631-HG005 Page 5 of 8 GenDx NGSengine Version: 2.18.0.17625



Sample: demultiplex.24631-HG005

Locus: DQBA1

Full typing result

Allele 1
DQB1*03:03:02:02

Core* mm: 0
Exon* mm: 0
Intron mm: 0

Allele ambiguities

Allele 2 CWwb1 CWD?2
DQB1*04:01:01:01 No C
Core* mm: 0

Exon* mm: 0
Intron mm: 0

4th field CWD
DQB1*03:03:02:02
: DQB1*03:03:02:03 No
Visualization
Analysis
Date: 23 October 2020
Library: IMGT 3.38.0
Software: NGSengine 2.18.0.17625

Review status
Not reviewed

Project : pbAA_Demo_Data

Sample: demultiplex.24631-HG005

Page 6 of 8

Report Date: 23 October 2020
GenDx NGSengine Version: 2.18.0.17625



Sample: demultiplex.24631-HG005
Locus: DPB1

Full typing result

Allele 1 Allele 2 CWD1 CWD2 Review status
DPB1*05:01:01:01 DPB1*135:01 C No Not reviewed
Core* mm: 0 Core* mm: 0
Exon* mm: 0 Exon* mm: 0
Intron mm: 0 Intron mm: 0

Allele ambiguities

4th field CWD
DPB1*05:01:01:01

: DPB1*05:01:01:02 No

: DPB1*05:01:01:05 No

: DPB1*05:01:01:07 No

: DPB1*05:01:01:08 No

: DPB1*05:01:01:09 No

and 1 more

Visualization

Analysis

Date: 23 October 2020

Library: IMGT 3.38.0

Software: NGSengine 2.18.0.17625

Project : pbAA_Demo_Data Report Date: 23 October 2020

Sample: demultiplex.24631-HG005 Page 7 of 8 GenDx NGSengine Version: 2.18.0.17625



Sample details

Reads

Total number of reads:

Mappability:

Software:

19482

19434 of 19482 reads used

NGSengine 2.18.0.17625

Number of reads

HLA-A
HLA-B
HLA-C
DRB1
DQB1
DPB1

HLA-B, HLA-C

Analysis settings

Locus Amplicon Analysis Ignore Regions Phasing Read depth Allele ratio Quality
Region algorithm threshold threshold trimming

3151
1266
1219
5080
5440
3278
47

1

16.2 %
6.5 %
6.3 %
26.1 %
28.0 %
16.9 %
0.3 %
0.1 %

HLA-A NGSgo-MX6-1 Amplicon Default Cluster 20, 70,10

HLA-B NGSgo-MX6-1  Amplicon Default Cluster 20 20 20, 70, 10

HLA-C NGSgo-MX6-1 Amplicon Default Cluster 20 20 20,70, 10

DRB1 NGSgo-MX6-1 Amplicon Default Classic 20 15 20, 70, 10

DQB1 NGSgo-MX6-1  Amplicon Default Cluster 20 15 20,70, 10

DPB1 NGSgo-MX6-1  Amplicon Default Cluster 20 20 20, 70, 10
Quality trimming numbers: Absolute threshold, Relative threshold, Windowsize
Analysis settings cont.

threshold applied

HLA-A 15 Yes

HLA-B 15 Yes

HLA-C 15 Yes

DRB1 10 Yes

DQB1 10 Yes

DPB1 10 Yes
Project : pbAA_Demo_Data Report Date: 23 October 2020
Sample: demultiplex.24631-HG005 Page 8 of 8 GenDx NGSengine Version: 2.18.0.17625



Sample:

Full typing

HLA-A
HLA-B
HLA-C
DRBA1
DQB1
DPB1

demultiplex.24695-HG007

result

Allele 1

02:07:01:01
40:06:01:01
01:02:01:01
09:01:02:01
03:03:02:02
05:01:01:01

Genotype ambiguities

Allele ambiguities

Major fields

DRB1*09:01:02:01
: DRB1*09:21
: DRB1*09:31

DRB1*09:01:02:01
: DRB1*09:21
: DRB1*09:31

Libraries us
IMGT 3.38.0

Source files

- demultiplex.24695-HG007 .fastq

ed

Allele 2 CwbD 1
24:02:01:01 C
46:01:01:01 C
08:01:01:01 C
09:01:02:01 C
03:03:02:02 No
05:01:01:01 C
CWD 4th field

No
No

No
No

A*24:02:01:01
1 A*24:02:01:16
C*01:02:01:01
: C*01:02:01:05
DRB1*09:01:02:01
: DRB1*09:01:02:02
: DRB1*09:01:02:03
: DRB1*09:01:02:04

DRB1*09:01:02:01
: DRB1*09:01:02:02
: DRB1*09:01:02:03
: DRB1*09:01:02:04

DQB1*03:03:02:02
: DQB1*03:03:02:03

DQB1*03:03:02:02
: DQB1*03:03:02:03

DPB1*05:01:01:01
: DPB1*05:01:01:02
: DPB1*05:01:01:05
: DPB1*05:01:01:07
: DPB1*05:01:01:08
: DPB1*05:01:01:09
and 1 more

DPB1*05:01:01:01
: DPB1*05:01:01:02
: DPB1*05:01:01:05
: DPB1*05:01:01:07
: DPB1*05:01:01:08
: DPB1*05:01:01:09
and 1 more

CWD 2  Review status

Cc Not reviewed
C Not reviewed
C Not reviewed
C Not reviewed
No Not reviewed

C Not reviewed

CWD

No

No

No
No
No

No
No
No

No

No

No
No
No
No
No

No
No
No
No
No

Project : pbAA_Demo_Data

Sample: demultiplex.24695-HG007

Page 1 of 8

Report Date: 23 October 2020
GenDx NGSengine Version: 2.18.0.17625



Sample: demultiplex.24695-HG007

Locus: HLA-A

Full typing result
Allele 1
A*02:07:01:01

Core* mm: 0
Exon* mm: 0
Intron mm: 0

Allele ambiguities

Allele 2 CWwb1 CWD?2
A*24:02:01:01 C C
Core* mm: 0

Exon* mm: 0
Intron mm: 0

4th field CWD
A*24:02:01:01
1 A*24:02:01:16 No
Visualization
Analysis
Date: 23 October 2020
Library: IMGT 3.38.0
Software: NGSengine 2.18.0.17625

Review status
Not reviewed

Project : pbAA_Demo_Data
Sample: demultiplex.24695-HG007

Page 2 of 8

Report Date: 23 October 2020
GenDx NGSengine Version: 2.18.0.17625



Sample: demultiplex.24695-HG007
Locus: HLA-B

Full typing result

Allele 1 Allele 2 CWD1 CWD2 Review status
B*40:06:01:01 B*46:01:01:01 C C Not reviewed
Core* mm: 0 Core* mm: 0
Exon* mm: 0 Exon* mm: 0
Intron mm: 0 Intron mm: 0

Visualization

Analysis

Date: 23 October 2020

Library: IMGT 3.38.0

Software: NGSengine 2.18.0.17625

Project : pbAA_Demo_Data

Report Date: 23 October 2020
Sample: demultiplex.24695-HG007 Page 3 of 8 GenDx NGSengine Version: 2.18.0.17625



Sample: demultiplex.24695-HG007

Locus: HLA-C

Full typing result
Allele 1
C*01:02:01:01

Core* mm: 0
Exon* mm: 0
Intron mm: 0

Allele ambiguities

Allele 2 CWwb1 CWD?2
C*08:01:01:01 C C
Core* mm: 0

Exon* mm: 0
Intron mm: 0

4th field CWD
C*01:02:01:01
: C*01:02:01:05 No
Visualization
Analysis
Date: 23 October 2020
Library: IMGT 3.38.0
Software: NGSengine 2.18.0.17625

Review status
Not reviewed

Project : pbAA_Demo_Data
Sample: demultiplex.24695-HG007

Page 4 of 8

Report Date: 23 October 2020
GenDx NGSengine Version: 2.18.0.17625



Sample: demultiplex.24695-HG007

Locus: DRB1

Full typing result

Allele 1 Allele 2 CWD1 CWD2 Review status
DRB1*09:01:02:01 DRB1*09:01:02:01 C C Not reviewed
Core* mm: 0 Core* mm: 0
Exon* mm: 0 Exon* mm: 0
Intron mm: 0 Intron mm: 0
Allele ambiguities
Major fields CWD 4th field CWD
DRB1*09:01:02:01 DRB1*09:01:02:01
: DRB1*09:21 No : DRB1*09:01:02:02 No
: DRB1*09:31 No : DRB1*09:01:02:03 No
: DRB1*09:01:02:04 No
DRB1*09:01:02:01 DRB1*09:01:02:01
: DRB1*09:21 No : DRB1*09:01:02:02 No
: DRB1*09:31 No : DRB1*09:01:02:03 No
: DRB1*09:01:02:04 No
Visualization
Analysis
Date: 23 October 2020
Library: IMGT 3.38.0
Software: NGSengine 2.18.0.17625
Project : pbAA_Demo_Data Report Date: 23 October 2020
Sample: demultiplex.24695-HG007 Page 5 of 8 GenDx NGSengine Version: 2.18.0.17625



Sample: demultiplex.24695-HG007

Locus: DQBA1

Full typing result

Allele 1
DQB1*03:03:02:02

Core* mm: 0
Exon* mm: 0
Intron mm: 0

Allele ambiguities

Allele 2 CWwb1 CWD?2
DQB1*03:03:02:02 No No
Core* mm: 0

Exon* mm: 0

Intron mm: 0

4th field CWD
DQB1*03:03:02:02

: DQB1*03:03:02:03 No
DQB1*03:03:02:02

: DQB1*03:03:02:03 No
Visualization
Analysis
Date: 23 October 2020
Library: IMGT 3.38.0
Software: NGSengine 2.18.0.17625

Review status
Not reviewed

Project : pbAA_Demo_Data

Sample: demultiplex.24695-HG007

Page 6 of 8

Report Date: 23 October 2020
GenDx NGSengine Version: 2.18.0.17625



Sample: demultiplex.24695-HG007

Locus: DPB1

Full typing result

Allele 1 Allele 2 CWD1 CWD2 Review status
DPB1*05:01:01:01 DPB1*05:01:01:01 C C Not reviewed
Core* mm: 0 Core* mm: 0
Exon* mm: 0 Exon* mm: 0
Intron mm: 0 Intron mm: 0
Allele ambiguities
4th field CWD
DPB1*05:01:01:01
: DPB1*05:01:01:02 No
: DPB1*05:01:01:05 No
: DPB1*05:01:01:07 No
: DPB1*05:01:01:08 No
: DPB1*05:01:01:09 No
and 1 more
DPB1*05:01:01:01
: DPB1*05:01:01:02 No
: DPB1*05:01:01:05 No
: DPB1*05:01:01:07 No
: DPB1*05:01:01:08 No
: DPB1*05:01:01:09 No
and 1 more
Visualization
Analysis
Date: 23 October 2020
Library: IMGT 3.38.0
Software: NGSengine 2.18.0.17625
Project : pbAA_Demo_Data Report Date: 23 October 2020
Sample: demultiplex.24695-HG007 Page 7 of 8 GenDx NGSengine Version: 2.18.0.17625



Sample details

Reads

Total number of reads:

Mappability:

Software:

25688

25653 of 25688 reads used

NGSengine 2.18.0.17625

Number of reads

HLA-A
HLA-B
HLA-C
DRB1
DQB1
DPB1

Analysis settings

Locus Amplicon Analysis Ignore Regions Phasing Read depth Allele ratio Quality
Region algorithm threshold threshold trimming

2770
1564
2485
8117
6499
4218
35

10.8 %
6.1 %
9.7 %
31.6 %
253 %
16.5 %
0.2 %

HLA-A NGSgo-MX6-1 Amplicon Default Cluster 20,70, 10

HLA-B NGSgo-MX6-1 Amplicon Default Cluster 20 20 20, 70, 10

HLA-C NGSgo-MX6-1  Amplicon Default Cluster 20 20 20,70, 10

DRB1 NGSgo-MX6-1  Amplicon Default Classic 20 15 20,70, 10

DQB1 NGSgo-MX6-1 Amplicon Default Cluster 20 15 20, 70,10

DPB1 NGSgo-MX6-1 Amplicon Default Cluster 20 20 20, 70, 10
Quality trimming numbers: Absolute threshold, Relative threshold, Windowsize
Analysis settings cont.

threshold applied

HLA-A 15 Yes

HLA-B 15 Yes

HLA-C 15 Yes

DRB1 10 Yes

DQB1 10 Yes

DPB1 10 Yes
Project : pbAA_Demo_Data Report Date: 23 October 2020
Sample: demultiplex.24695-HG007 Page 8 of 8 GenDx NGSengine Version: 2.18.0.17625



Sample:

Full typing result

HLA-A
HLA-B
HLA-C
DRBA1
DQB1
DPB1

Allele 1
02:01:01:01
44:02:01:01
05:01:01:02
03:01:01:01
02:01:01
02:01:02:10

Genotype ambiguities

Allele ambiguities

Major fields

DRB1*03:01:01:01
: DRB1*03:147

DQB1*02:01:01
: DQB1*02:109
: DQB1*02:148
: DQB1*02:163N

DQB1*03:02:01:01
: DQB1*03:289

Libraries used

IMGT 3.38.0

Source files
- demultiplex.C1-218.fastq

demultiplex.C1-218

Allele 2
66:02
57:03:01:01
06:02:01:01
04:02:01
03:02:01:01
18:01:01:01

CWD 3rd field

No

No
No
No

No

CwbD 1

C
C
WD
C
C
No

DQB1*03:02:01:01
: DQB1*03:02:26

CWD 2

C

O 0O 0 o0 0

Review status

Not reviewed
Not reviewed
Not reviewed
Not reviewed
Not reviewed

Not reviewed

CWD 4th field
A*02:01:01:01

: A*02:01:01:16

1 A*02:01:01:31

: A*02:01:01:50
B*44:02:01:01

: B*44:02:01:14

: B*44:02:01:20
C*05:01:01:02

: C*05:01:01:39
DRB1*03:01:01:01

: DRB1*03:01:01:02

: DRB1*03:01:01:03

DQB1*03:02:01:01
No : DQB1*03:02:01:02
: DQB1*03:02:01:08

DPB1*02:01:02:10
: DPB1¥02:01:02:34

DPB1*18:01:01:01
: DPB1*18:01:01:02
: DPB1*18:01:01:03
: DPB1*18:01:01:04

CWD

No
No
No

No
No

No

No
No

No
No

No

No
No
No

Project : pbAA_Demo_Data
Sample: demultiplex.C1-218

Page 1 of 8

Report Date: 23 October 2020

GenDx NGSengine Version: 2.18.0.17625



Sample: demultiplex.C1-218

Locus:

Full typing result
Allele 1
A*02:01:01:01

Core* mm: 0
Exon* mm: 0
Intron mm: 0

Allele ambiguities

HLA-A

Allele 2 CWwb1 CWD?2
A*66:02 C C
Core* mm: 0

Exon* mm: 0
Intron mm: 0

4th field CWD
A*02:01:01:01
: A*02:01:01:16 No
1 A*02:01:01:31 No
: A*02:01:01:50 No
Visualization
Analysis
Date: 23 October 2020
Library: IMGT 3.38.0
Software: NGSengine 2.18.0.17625

Review status
Not reviewed

Project : pbAA_Demo_Data
Sample: demultiplex.C1-218

Page 2 of 8

Report Date: 23 October 2020
GenDx NGSengine Version: 2.18.0.17625



Sample: demultiplex.C1-218

Locus: HLA-B

Full typing result
Allele 1
B*44:02:01:01

Core* mm: 0
Exon* mm: 0
Intron mm: 0

Allele ambiguities

Allele 2 CWwb1 CWD?2
B*57:03:01:01 C C
Core* mm: 0

Exon* mm: 0
Intron mm: 0

4th field CWD
B*44:02:01:01
: B*44:02:01:14 No
1 B*44:02:01:20 No
Visualization
Analysis
Date: 23 October 2020
Library: IMGT 3.38.0
Software: NGSengine 2.18.0.17625

Review status
Not reviewed

Project : pbAA_Demo_Data
Sample: demultiplex.C1-218

Page 3 of 8

Report Date: 23 October 2020
GenDx NGSengine Version: 2.18.0.17625



Sample: demultiplex.C1-218

Locus: HLA-C

Full typing result
Allele 1
C*05:01:01:02

Core* mm: 0
Exon* mm: 0
Intron mm: 0

Allele ambiguities

Allele 2 CWwb1 CWD?2
C*06:02:01:01 WD C
Core* mm: 0

Exon* mm: 0
Intron mm: 0

4th field CWD
C*05:01:01:02
: C*05:01:01:39 No
Visualization
Analysis
Date: 23 October 2020
Library: IMGT 3.38.0
Software: NGSengine 2.18.0.17625

Review status
Not reviewed

Project : pbAA_Demo_Data
Sample: demultiplex.C1-218

Page 4 of 8

Report Date: 23 October 2020
GenDx NGSengine Version: 2.18.0.17625



Sample: demultiplex.C1-218
Locus: DRB1

Full typing result

Allele 1 Allele 2 CWD1 CWD2 Review status
DRB1*03:01:01:01 DRB1*04:02:01 C C Not reviewed
Core* mm: 0 Core* mm: 0
Exon” mm: 0 Exon” mm: 0
Intron mm: 0 Intron mm: 0
Allele ambiguities
Major fields CWD 4th field CWD
DRB1*03:01:01:01 DRB1*03:01:01:01
: DRB1*03:147 No : DRB1*03:01:01:02 No
: DRB1*03:01:01:03 No
Visualization
Analysis
Date: 23 October 2020
Library: IMGT 3.38.0
Software: NGSengine 2.18.0.17625
Project : pbAA_Demo_Data Report Date: 23 October 2020
Sample: demultiplex.C1-218 Page 5 of 8 GenDx NGSengine Version: 2.18.0.17625



Sample:
Locus:

Full typing result

demultiplex.C1-218
DQB1

Allele 1 Allele 2 CWD1 CWD2 Review status
DQB1*02:01:01 DQB1*03:02:01:01 C C Not reviewed
Core* mm: 0 Core* mm: 0
Exon* mm: 0 Exon* mm: 0
Intron mm: 0 Intron mm: 0
Allele ambiguities
Major fields CWD 3rd field CWD 4th field CWD
DQB1*02:01:01
: DQB1*02:109 No
: DQB1*02:148 No
: DQB1*02:163N No
DQB1*03:02:01:01 DQB1*03:02:01:01 DQB1*03:02:01:01
: DQB1*03:289 No : DQB1*03:02:26 No : DQB1*03:02:01:02 No
: DQB1*03:02:01:08 No
Visualization
Analysis
Date: 23 October 2020
Library: IMGT 3.38.0
Software: NGSengine 2.18.0.17625
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Sample: demultiplex.C1-218

Locus: DPB1

Full typing result

Allele 1
DPB1*02:01:02:10

Core* mm: 0
Exon* mm: 0
Intron mm: 0

Allele ambiguities

Allele 2 CWwb1 CWD?2
DPB1*18:01:01:01 No C
Core* mm: 0

Exon* mm: 0
Intron mm: 0

4th field CWD
DPB1*02:01:02:10

: DPB1*02:01:02:34 No
DPB1*18:01:01:01

: DPB1*18:01:01:02 No

: DPB1*18:01:01:03 No

: DPB1*18:01:01:04 No
Visualization
Analysis
Date: 23 October 2020
Library: IMGT 3.38.0
Software: NGSengine 2.18.0.17625

Review status
Not reviewed
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Sample details

Reads

Total number of reads:

Mappability:

Software:

15388

15358 of 15388 reads used

NGSengine 2.18.0.17625

Number of reads

HLA-A
HLA-B
HLA-C
DRB1
DQB1
DPB1

Analysis settings

Locus Amplicon Analysis Ignore Regions Phasing Read depth Allele ratio Quality
Region algorithm threshold threshold trimming

3106
1414
2593
2753
4765
727
30

20.2 %
92%
16.9 %
17.9 %
31.0 %
4.8 %
0.2 %

HLA-A NGSgo-MX6-1 Amplicon Default Cluster 20,70, 10

HLA-B NGSgo-MX6-1 Amplicon Default Cluster 20 20 20, 70, 10

HLA-C NGSgo-MX6-1  Amplicon Default Cluster 20 20 20,70, 10

DRB1 NGSgo-MX6-1  Amplicon Default Classic 20 15 20,70, 10

DQB1 NGSgo-MX6-1 Amplicon Default Cluster 20 15 20, 70,10

DPB1 NGSgo-MX6-1 Amplicon Default Cluster 20 20 20, 70, 10
Quality trimming numbers: Absolute threshold, Relative threshold, Windowsize
Analysis settings cont.

threshold applied

HLA-A 15 Yes

HLA-B 15 Yes

HLA-C 15 Yes

DRB1 10 Yes

DQB1 10 Yes

DPB1 10 Yes
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