Barcodes

Value

6,413,671

41,821

99.35%

Analysis Metric

Unigue Barcodes

Barcoded HiFi Reads

Unbarcoded HiFi Reads

Barcoded HiFi Reads (%)




Value

120.30
Gb

0.72Gb

99.40%

1,603,417

1,720,099

1,547,165

18.76 kb

17.34 kb

Analysis Metric

Barcoded HiFi Yield (bp)

Unbarcoded HiFi Yield (bp)

Barcoded HiFi Yield (%)

Mean HiFi Reads per Barcode

Max. HiFi Reads per Barcode

Min. HiFi Reads per Barcode

Barcoded HiFi Read Length (mean, bp)

Unbarcoded HiFi Read Length (mean, bp)

Barcode Data

Sample Na...
Bio Sample 1
Bio Sample 2
Bio Sample 3
Bio Sample 4

No Name

[ Search ...

n Barcode I Barcode Qu... {f HiFi Reads I HiFi Read L...
bcM0001--bcM0001 96.0 1,720,099 18,760
bcM0002--beMO00... 95.0 1,662,212 18,757
bcM0003--bcMO00... 95.4 1,647,165 18,747
bcM0004=bcMOO0... 95.8 1,694,195 18,761
Not Barcoded 0.0 41,821 17,335

Barcoded Read Statistics

Number Of Reads Per Barcode

1,720,000

1,700,000 1

1,680,000

1,660,000 1
-5 1,640,000
©

[
& 1,620,000

1,600,000 1

1,580,000 1

1,560,000 1

—— Mean Number of Reads
|

1,540,000

1 2 3 4
Barcode Rank Order



Barcode Frequency Distribution

Number of Barcoded Samples

0- T T
1,550,0001,575,0001,600,0001,625,0001,650,0001,675,0001,700,000
Number of Barcoded Reads

Mean Read Length Distribution

Number of Barcoded Samples
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Mean Read Length (bp)

Barcode Quality Scores



Barcode Quality Score Distribution
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Barcoded Read Binned Histograms

Read Length Distribution By Barcode
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Barcode Rank Order By Read Count



Barcode Quality Distribution By Barcode

Read Barcode Quality Score

bcM0001—bcM0001 bcM0004--bcM0004 bcM0002--bcM0002 bcM0003—-bcM0003
Barcode Rank Order By Read Count

Control Report

Value Analysis Metric
2,546  Number of Control Reads
62,101  Control Read Length Mean
090 Control Read Concordance Mean

091 Control Read Concordance Mode

Control Read Length

Control Polymerase RL

0 50 100 150 200 250
Read Length (kb)

Control Read Quality



Control Concordance

900 1

800 1

700 -

Reads
S

300 1

200 1

100 1

0.60 065 070 075 080 0.85 090 095 1.00
Mapped Concordance

Raw Data Report

Value Analysis Metric
1,337,848,133,642 Polymerase Read Bases
18,656,706  Polymerase Reads
71.71kb  Polymerase Read Length (mean)
134.75kb  Polymerase Read N50
2194 kb  Longest Subread Length (mean)
20.25kb  Longest Subread N50

378,031,374,336  Unique Molecular Yield

Polymerase Read Length

Polymerase Read Length
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1,800,000 1
«» 1,500,000 1
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0
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Read Length (kb)

Longest Subread Length Versus Polymerase Read Length



Processed Read Length Versus Polymerase Read Length
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Base Yield Density

Base Yield Density
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Adapter Report

Value Analysis Metric
0.00 %  Adapter Dimers (0-10bp) %
0.00 %  Short Inserts (11-100bp) %

243 Local Base Rate

Methylation Probability



CpG Methylation in Reads
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Loading Report

Value

26,165,824

6,021,228

18,659,252

485,344

Analysis Metric
Productive ZMWs
Productivity 0
Productivity 1

Productivity 2

Loading Statistics

Collec... It

m84036_23...

[ Search ... ]
Total Z... If Produ... I (%) It Produ... (%) o Produ
25,165,824 6,021,228 2393 18,659,252 7414 485,3¢



HQ Region

400,000 1
350,000
300,000 1

250,000 1

Reads

200,000 1

150,000 1

100,000 1

50,000

Filtering Evaluation

HQ Region Filtering Evaluation

pre-HQRF ZMW Reads

Filtered post-HQRF Polymerase Reads

CCS Analys

Value
6.5

121.02
Gb

18.75
kb

18,894
18,895

Q31

0 50,000 100,000 150,000 200,000
Read Length (bp)

is Report

Analysis Metric
HiFi Reads

HiFi Yield (bp)

HiFi Read Length (mean, bp)

HiFi Read Length (median, bp)
HiFi Read Length N50 (bp)
HiFi Read Quality (median)

HiFi Number of Passes (mean)

HiFi Read Length Summary

250,000

[ Search ...




Read Length (bp) ! Reads | Reads (%) It
20 6,455,492 100
= 5,000 6,440,698 100

HiFi Read Quality Summary

Read Quality (Phred) !t Reads I Reads (%) !!
= Q20 6,455,492 100

>Q30 3,448,443 53

2Q40 529,931 8

>Q50 12,314 0

Read Length Distribution
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Yield, % [cumulative]

- 25%

; - 0%
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Yield (bp)
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Read Length Distribution
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Read Quality Distribution

360,000 4

320,000 -

280,000 1

240,000 1

160,000 1

Number of Reads
S
o
8

120,000

80,000 1

40,000 1

Q20 Q25 Q30 Q35 Q40 Q45 Q50
Predicted Accuracy (Phred Scale)

Predicted Accuracy vs. Read Length

Predicted Accuracy vs. Read Length

&

>z 100000
<
2

Q481

{.
&
kS

10000

¢

3
Y
°

036 4

Counts

100

g
<
<
3

Predicted Accuracy (Phred Scale)

0 o’ g Al 0 ol s Wy

L R L 0 Y
Ay A e Ay Ry ¢

i ).' .'!1'
e 0 s P Yy o o WMM

P O a0 8 0 dde) W) S 0 A0y (vl
o 0 oaptet S inp v v o e e e

)

o 5.000 10,000 15,000 20,000
Read Length, bp






