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Barcode Sets: MAS-Seq Adapter v2 (MAS12)

HiFi Reads: 20231020-4_84028 13.0VnV-MAS-Seq_PE8 24hPE..,
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Analysis Metric

Segmented reads (S-reads)
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https://smrtlink-alpha.nanofluidics.com:8243/sl/analysis
https://smrtlink-alpha.nanofluidics.com:8243/sl/analysis/results/109653
https://smrtlink-alpha.nanofluidics.com:8243/sl/data-management/dataset-detail/937b6916-6cbc-a544-aee1-9e2035d7a62f?type=barcodes
https://smrtlink-alpha.nanofluidics.com:8243/sl/data-management/dataset-detail/4939af35-68df-4b37-afb7-c6e3d1a0b3e0?type=ccsreads
https://smrtlink-alpha.nanofluidics.com:8243/sl/data-management/dataset-detail/4939af35-68df-4b37-afb7-c6e3d1a0b3e0?type=ccsreads
https://smrtlink-alpha.nanofluidics.com:8243/sl/data-management/dataset-detail/4939af35-68df-4b37-afb7-c6e3d1a0b3e0?type=ccsreads

Value Analysis Metric

96.35%  Percent of reads with full arrays

11.91  Mean array size (concatenation factor)

Segmentation Statistics
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File Downloads

Edit Output File Name Prefix Example:analysis-Bio Sample 1-109657




